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20th Annual Flagella Meeting

March 1st

Monitoring the swimming motility of microorganisms at extreme environmental conditions
Effects of high pressure on the rotation of the Eschericia coli flagellar motor
Thermal regulation of bacterial flagellar motor by local irradiation of laser

Construction and Application of high—throughput video measurement system for rotational motion of E.coli

Temperature—regulation of chemoreceptor homolog gene expression in Vibrio cholerae
Ligand recognition mechanism of chemoreceptor proteins of Vibrio cholera.
Cooperativity of receptor cluster and switching coordination between multiple flagellar motors of E. coli

Measurement of dead time of E. coli for chemical stimuli

Technical advances in cryo EM of rotary ATPases

March 2nd

Observation of chemotactic response of the Actinoplanes missouriensis zoospore using High—-Speed Tracking System
Measurement of rotational motion of archaeal flagella

Measurement of two orbital rotation of flagellar motor

Symmetry breaking in a stator complex of the bacterial flagellar motor

Analysis of bacterial flagellar rotation driven by dual ion

Structure of the stator complex MotPS by cryoEM image analysis
Suppression of the mutation of PomB periplasmic rigion by serin on rotationan of flagellar motor
Conformational changes of the stator complex MotA/B on bacterial flagellar motor induced by protonation of Asp32 on MotB

Rotation analysis of the bacterial flagellar motor with a point mutation in MotA

The effect of co—cultivation in swimming motility of Methylobacterium sp.121
Swimming behavior of bacteria and bioconvection
Driving force of the Leptospiral motility

Motion analysis of spirochete, Leptospira

The roles of Argd31 and its surrounding residues of flagellin in the polymorphic transformation of Salmonella flagellar filament

Structure of the Flagellar Filament of Salmonella FIiB and Its Difference from the FIiC Filament
Functional Analysis of FIiL in the Polar Flagellar System of Vibrio alginolyticus

How does the bacterial protein export system maintain its transport activity against genetic perturbations?

Identification of a structural switch of FlgN to control its chaperone activity

Structural change of the cytoplasmic region of FIhA
Measurement of protein secretion by inverted membrane vecicles

Construction of the flagellar axial structure using inverted membrane vecicles

March 3rd

Structure of the bacterial flagella motor involved in the directional switching mechanism.
A structure model of the flagellar C-ring based on the stoichiometry of the FIiIM—FIiN complex
Relationship between propagation of intracellular CheY—P signal and CheZ localization

Simultaneous observation for intracellular dynamic state of chemotactic protein and switching of flagellar motor rotation

Visualizing gliding machinery of the gliding bacterium Flavobacterium johnsoniae

Dynamics of xenobiotic efflux transporters in the Eschericia coli membrane

Circadian gene expression rhythm independent of the KaiC phosphorylation cycle in cyanobacteria.
Effect of mutations in ATPase motif of FIhG on the polar flagellar number

Structure of SflA, a protein involved in flagellar biogenesis of Vibrio alginolyticus



